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gNCBI Datasets

find, build & download
your own datasets




Learn how to retrieve custom gene and genome datasets
using NCBI Datasets - a new & developing resource

Talk directly with us to let us know you

how you use genomic datasets and help

us learn what types and formats of data
you’d love to be able to get and how!

Drs. O’Leary & Holmes are here
to answer questions too!

ASHG Colab Video Presented by:
Nuala O’Leary, Ph.D. & Wayne Matten, Ph.D.
https://youtu.be/79lakxFuNaQ
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Presenter
Presentation Notes
NCBI Datasets is a new resource for building custom datasets with the goal of reducing the burdens users currently face retrieving data from NCBI. It is a tool still in “beta” – we are actively developing and improving it….even as we speak.

This ASHG CoLab is designed to be in 2 parts:
There is a 13 minute video presentation that I hope you’ve seen 
where we introduced the NCBI Datasets resource and demonstrates how you how it can be used to download popular human genome datasets and customize and download your own gene-based dataset. 
Both web and programmatic (command line and API) interfaces have been designed into this system to provide maximum flexibility for NCBI customers.

This event is the “collaborative” part of the CoLab – where we’d love to talk with you about this cool new tool!
And learn what you need so that we can continue to make it better.

I’m Rana Morris – Team Lead for Education at NCBI and I’ll be the moderator for this session.

With me are Dr. Nuala O’Leary who is the Team Lead for the Datasets project 
And Dr. Brad Holmes who is a Scientist and also a Software developer on this project


https://youtu.be/79IakxFuNaQ
https://www.youtube.com/watch?v=2_57xOi-aSg

Learn how to retrieve custom gene and genome datasets
using NCBI Datasets - a new & developing resource

Talk directly with us to let us know you | welcome to the world of GoToWebinar....
how you use genomic datasets and help

us learn what types and formats of data How does this thing work?

you’d love to be able to get and how! Fﬁ
Drs. O’Leary & Holmes are here
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Nuala O’Leary, Ph.D. & Wayne Matten, Ph.D.
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Presenter
Presentation Notes
But first – I would like to quickly show you how this webinar-user interface works
So that you and we can make the most of this session.

https://youtu.be/79IakxFuNaQ
https://www.youtube.com/watch?v=2_57xOi-aSg
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Presenter
Presentation Notes
On the left is what you are seeing if you are on a Windows Computer.
Macs should look somewhat similar (although maybe a bit prettier).

On the right is what it looks like on my tablet and should look similar to what you might be seeing on a phone or other mobile device.

The only issue we’ve ever had with this platform is “Audio”, so quickly I’d like to show you how to pfutz with the audio just in case it goes out.

In the Computer view….
You can get to this same menu in the mobile view by clicking on the “Settings wheel”.

Please note that we have two PDF handouts available for you to grab and take with you….


Datasets: A Resource for Genomic Data from NCBI
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Presenter
Presentation Notes
There are a few ways for you to interact with us in this platform.

We can make announcements (such as you see here).

You can write to us – if you prefer – by typing in the Questions section…
You’ll need to click on the ?  In the mobile platform to get the pop-up to type in.

You can raise your hand…..or put it back down by clicking it again.

You will also be able to unmute yourself by clicking on the microphone icon and if it is green – it is on.

I will be able to mute you if there is too much background noise – so please unmute when you are ready to talk and you can type in the Questions section if you can seem to unmute yourself.

The whole point of today is that we want to hear from you in whatever way you feel comfortable participating.

I should let you knot what we are recording this video screen and audio for ncbi-internal use only.
We will not make this public...
so feel free to answer the questions and talk or write in the questions section and participate however you feel comfortable.




Learn how to retrieve custom gene and genome datasets
using NCBI Datasets - a new & developing resource

EASHG Gol.ab Livel Order of events:

P * Video: “Introduction to NCBI Datasets”
= NCBI Datasets

find, build & download * Quick view of NCBI Datasets by Dr. O’Leary
your own datasets

* A discussion with you!

Access Data Data
Methods Types Formats

* Let us know what you prefer -

Nuala O’Leary, Ph.D. answer some polling questions
NCBI Datasets Team Lead

* Talk with us - unmute yourself

* Chat with us - type in the Questions section

Brad Holmes, Ph.D.

' NCBI Datasets Team
Software Developer
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Presenter
Presentation Notes
Now – we’ll start.
First, here is the order of events….

Dr. O’Leary and Holmes are here to listen to what you think would be helpful and can also answer any questions you have.

We’ll use these Polling Questions to spark discussions about what datasets does and can do to help us learn how we can make the resource better for you. 

And now a 1min video - an introduction to ncbi datasets....


NCBI Datasets

find, build & download
your own datasets

="

13min ASHG Colab Video: https://voutu.be/79lakxFuNaQ
1min Short Video: https://www.youtube.com/watch?v=2 57x0i-aSg
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Presenter
Presentation Notes
Dr.O’Leary?  (Make her the presenter - stop sharing screen)


Thanks Dr.O’Leary.
(Take back presenter, share screen)
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Presenter
Presentation Notes
The workflow for getting your dataset is generally this....
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Presenter
Presentation Notes
First, we’d like to know how you usually get your genomic datasets.
(Poll ?)

We have some short video tutorials on YouTube and can make more.
We have some written tutorials – particularly for Command line access.
We have an extensive API page to help you figure out which and how to use these…
      and even a few Python-based Jupyter notebooks for you to access to help you.

Are these likely to be helpful?
and are there other things that you think that we should consider?
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Presenter
Presentation Notes
What you use to query with is important – since it determines what data you will retrieve.
What type of information do you usually use to look for data?
(Poll ?)

Here are query terms that we currently support – 
but we are interested in if these are the ones you would use
and if there are others that might be important to add.
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Presentation Notes
Probably the most important thing about NCBI Datasets is that you can get helpful data.
Currently we provide Genomic and Gene Sequences and metadata for them including annotations.
 
Is this helpful for you?
And what other type of data might you like to be able to get?
(Poll ?)

What are you looking for?

What about these types of data:
Genome coordinate mapping – for example from GRCh37 to GRCh38?  (Liftover, ReMap)
NextGen Sequence data (SRA)
Expression data (GEO)
dbGaP – Human Studies metadata
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Presentation Notes
In order to use your datasets, they need to be in useful file formats.

What file formats do you use or would you want for Sequence data and for the Report or Table or Metadata?
(Poll ?)
(Poll ?)

Here are formats we currently support – 
but we are interested in if these are helpful
and if there are others that might be important to add.
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Presenter
Presentation Notes
Thanks for taking the time to learn about and talk with us about the new NCBI Datasets resource.

A new initiative at NCBI is to reach out and talk with people like you while we are planning for and developing new resources and improving old ones.
We have one last poll.
Would you be willing to talk to us over the phone in a “user interview” about what you are doing and what you need?
Would you be willing to beta test and try out some new features and functionality in an online system and let us know what you think?
If you are interested, but a little unsure if you want to participate – please type your concerns in the Questions section.
We’d like to understand what the barriers are so we can improve how we do things.

To learn more about what is happening at NCBI – 
we have a Blog and Social Media where we make announcements about new developments, webinars, tutorial videos and training opportunities.
For more personal contact – getting questions, errors or issues addressed – we have a HelpDesk team staffed by Ph.D. Researchers who can answer your messages directly.

We have a few last questions to help us with this resource which will pop-up as soon as we are done here. 
There are only a few and we’d love to hear your thoughts.

Finally, you will get a follow-up Email in about an hour with all of this information and links including a link to the CoLab Video and NCBI Insights Blog Post.

Thanks for joining us today and please keep in touch!
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