BLASTips

Screen primers by inserting pairs
separated by 30 “N”s

Input multiple FASTA sequences /
Accessions / Gls for batch searches

BLAST mRNAs to genomic
sequences for intron / exon structure

Use Tree View to Examine
Relationships Between Sequences

Entrez Query can be used to limits
to the last 30 days (1monthl[filter])

Questions, Comments, Feedback?
Blast-help@ncbi.nim.nih.gov




