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Online Resources

Lecture Resources:

Power Point Slides:

General:

NCBI Homepage:
NCBI News:

NCBI Training
Course:

Genomic Resources:

Entrez
Genomes:

Human Genome
Resources:

Map Viewer
LocusLink:
UniGene:

Human Genome
Sequencing:

Spidey:
ePCR (UniSTS)

Mouse Genome
Resources:

Trace Archive
Megablast:

Mouse Genome
Sequencing:

ftp://ftp.ncbi.nim.nih.gov/pub/cooper/ASCB/|

http://www.ncbi.nlm.nih.gov|

http://www.ncbi.nlm.nih.gov/About/newsletter.html|

http://www.ncbi.nim.nih.gov/Class/FieldGuide/|

http://www.ncbi.nlm.nih.gov/genome/quide/|

http://www.ncbi.nlm.nih.gov/cgi-bin/Entrez/hum srch/|

http://www.ncbi.nlm.nih.gov/LocusLink/|

http://www.ncbi.nlm.nih.gov/UniGene/|

http://www.ncbi.nIm.nih.qov/genome/sea/|

http://www.ncbi.nlm.nih.gov/IEB/Research/Ostell/Spidey/|

http://www.nchbi.nIm.nih.gov/genome/sts/|

http://www.ncbi.nim.nih.gov/genome/quide/M_musculus.html|

http://www.ncbi.nlm.nih.gov/blast/mmtrace.html|

http://www.ncbi.nlm.nih.gov/genome/seg/MmHome.html|
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Mouse Genome

BLAST: http://www.ncbi.nim.nih.gov/genome/seg/MmBlast.html|
GenBank:

GenBank

Release Notes: ftp://ncbi.nlm.nih.gov/genbank/gbrel.txt|

Collaborating Nucleotide Databases:

EMBL: http://www.ebi.ac.uk/|

DDBJ: http://www.ddbj.nig.ac.jp/|
Entrez:

Entrez: http://www.ncbi.nim.nih.gov/Entrez/|
BLAST:

BLAST Main Page: http://www.ncbi.nlm.nih.qov/BLAST/|

Stephen Altschul’'s
Lectures on

BLAST statistics: http://mww.ncbi.nlm.nih.qov/BLAST/tutorial/Altschul-1.html |
Frequently Asked

Questions: http://www.ncbi.nim.nih.gov/BLAST/blast FAQs.html|
BLAST tutorials: ttp://www.ncbi.nlm.nih.gov/Education/BLASTinfo/information3.html

BLAST Clients, Executables
and Databases: ftp://ftp.ncbi.nlm.nih.gov/blast/|

NCBI Source Code: ftp://ftp.ncbi.nlm.nih.gov/toolbox/ncbi tools/|

NCBI Structures:

Structure Homepage: http://www.ncbi.nlm.nih.gov/Structure/|

Cn3D tutorial: http://www.ncbi.nIm.nih.gov/Structure/CN3D/cn3dtut.html|
CDD Search: http://www.ncbi.nlm.nih.gov/Structure/cdd/cdd.shtml|
DART: http://www.ncbi.nIm.nih.gov/Structure/lexington/lexington.cgi?cmd=rpsj|
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Email addresses:

Humans:
General Help info@ncbi.nlm.nih.gov|
Updates update@ncbi.nim.nih.gov|
BLAST blast-help@ncbi.nim.nih.gov|
Sequin Submissions pb-sub@ncbi.nlm.nih.gov|
Batch Submissions batch-sub@ncbi.nIm.nih.gov|
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