>TA2061_57918 F. vesca TIGR assembly Y2SK5
MAQYQSGYPTQSPTDEYGNPVGRKDEYGNPIHTGATTGQGVHPGTGTGHGGVTTLTRSGSGSSSSEDDG

CGGRRKKGMKEKIKEKLPGGTHKTDDPYGTAPTTAPYGGQQQDRGVMDQIKQKIPGGQKQDPYSTGQHT

TTPGYGVAGEHHEKKGMVDQIKEKIPGGQKQDPYSTAHHTGATPGYGVAGEHHEKKGMVDQVKEKLPGG

LTGGQDPHNTTHTHTTAAPAYGTGTGEHQEKKGMMDKIKEKLPGGHTTTR

>TA1958_57918 F. vesca
MAGEYNKGHEYETKAEEGGPVETQDRGMFDFLGKKKEEEKPVHHEQMVSEFEKVKVSEPEPAYVDCSSK

PVEHGYHHEEPKEEHKKEEEKKHETLSEKLRRSDSSSSSSSDEEGDDEEKKKKRKEKKGLKEKLKEKIA

GDKEEEEKKKHGYEQDTEVPVEKFHEEQEHPYDHGPHHHEEPKVEPTVAYTEEQKKEDEKKGFLEKIKD
KLPGHKKPEDVPVASPPPPEYENVEPAYHEGEVKEKKGLLEKIKEKIPGYHPKTEEEKLEKEKEKPTGS

Y
>TA3335_57918 F. vesca
MAHQSENGRDTTADESGNPIRRTEDPVHHQGVTEATTGNGTHDTITGYGTHETTGTGHKTHGTTGTGNG

THETTETGHKTHGTTGTGNGTHGRAARATGPTGFAATTAGGQGLLHHRSDGSSSSSEDDGYGGRRKKEE

KEKEGLEEKIKEKLPGGNSDHSGTNNTPPSDTIPHEKKGMMDKIKEKLPGHHEIDHSSTIDICT-MLGL

L-TCDS-YADKHLPIVHGI-YILYTAVYKFCMVIDLSS

>DY671713, singleton, F. vesca frame+1&+3,Y2SK5
MAQYQSGYPTQSPTDEYGNPVGRKDEYGNPIHTGATTGQGVIPGTGTGHGGVTTLTRSGSSSSSSEDDG
CGGRRKKGMKEKIKEKLPGGTRKTDDPYGTAPTTAPYGGQNQDRGVMDKIQEKIPGGQKQDPYSTGQHT
SATPGYGVAGEHEKKGMVDQVKEKLPGGLTGGQDPHNTTHTHTTAAPAYGTGTGEQQEKKGMVDQVKEK
LPGGLTGGQDPHNTTHTHTT

>AJ001448, frame+3&+1, singleton, F. vesca, 

MKLSPRSFADPTAAPARQVTRKETMKRKKRRGRRRRDKEEEKKHETLSEKLRRSDSSSSSSSDEEGDDE
EKKKKRKEKKGLKEKLKEKIAGDKEEEEKKKHGYEQDTEVRWRSSTRNKNILRSRPAPPLRSQSXXXX

RKKKRKKKHGYEQDTEVPVEKFHEEQEHPYDHGPAPP

>DY669732, singleton, frame+2&+1, 297 bases, 1FFB checksum.

MAGEYNKGHEYETKAEEGGPVETQDRGMFDFLGKKKEEEKPVHHEQMVSEFEKVKVSEPEPAYVDCSSK

PVEHGYHHEEPKEEHKKEEEKKHETLSEKLRRSDSSSSSSSDEEGDDEEKKKKRSSTRNKNIPTITART

TMRSQKLSQQREKKEEKFHEEQEHPYDHGPHHHEEPKVEPTVAYTEEQKKEDEKKGFLEKIKDKLPGHK

KPEDVPVASPPPPEYENVEPAYHEGEVKEKKGLLEKIKEKIPGYHPKTEEEKLEKGEREANWVLTDRFP

FCIRS

>AAX96128.1 probable dehydrin - rice [Oryza sativa (japonica)]
MEHQGQHGHVTSRVDEYGNPVGTGAGHGQMGTAGMGTHGTTGGMGTHGTTGGMGTHGTTGTGGGQFQPMR

EEHKTGGVLQRSGSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGEQQHAMGGTGGAYGQQGHGTGMT

TGTTGAHGTTTTDTGEKKGIMDKIKEKLPGQH

>P22913 rice Dehydrin RAB 16D

MEYQGQHGGHASSRADEHGNPAVTTGNAPTGMGAGHIQEPAREDKKTDGVLRRSGSSSSSSSSEDDGMGG

RRKKGIKEKIKEKLPGGNKGNNQQQQQEHTTTTTGGAYGPQGHDTKIATGARGGTAATTADAGGEKKGIV

DKIKEKLPGQH

>P22912 rice Dehydrin RAB 16C

MENYQGQHGYGADRVDVYRNPVAGQYGGGATAPGGGHGVMGMGGHHAGAGGQFQPVKEEHKTGGILHRSG

SSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKANNHQQQQMMGNTGGAYGQQGHAGMTGAGTGTGVHG

AEYGNTGEKKGFMDKIKEKLPGQH

>P22911 rice Dehydrin RAB 16B

MENYQGQHGYGADRVDVYGNPVGAGQYGGGATAPGGGHGAMGMGGHAGAGAGGQFQPAREDRKTGGILHR

SGSSSSSSSSEDDGMGGRRKKGIKEKIKEKLPGGNKGNNQQQQQMMGNTGGAYGQQGHAGMTGAGTGVHG

AEYGNAGEKKGFMDKIKEKLPGQH

>NP_917108 rice dehydrin rab25 MAEHATGVYGHPYPRVDQYGNPVPPVDQYGNPVPDEPAPRDTAAGYVAPPDPAVSTGDYGLAGAEAPHPH

ESAVMSGAAAAAVAPGGEAYTRDGGGVVPPAGEKTFAYEGTVSAAGVTGASGQLQPTTREEGHTTLGETL

RRSGKSSSSSSSSSEDDGQGGRRKKKSIKEKIKEKLPGSHKQEEQKQAGHTAPAAGTGTGTGTHAAGKHE

KKGIVEKIKEKLPGHGHH

>AAV49032 rice dehydrin MEDERNTESHQGGEAAEQVEVKDRGLFDNLLGRKKDDQPEEKKHEEELVTGMEKVSVEEPKKEEHHAEGE

KKESLLSKLHRSSSSSSSSSDEEEEVIDDNGEVVKRKKKKGLKEKIKEKLPGHKDHAGEHAPPPAATGFP

APAPPASVVTAAPTPAPAPVVTHGDHHHDTAVPVEKIEGDHAKTEATLPRAPEEEKKGFLDKIKEKLPGG

HKKPEDATAVPPPAASPAAPATTPAPAHPPPATEEVSSPDGKEKKGILGKIMEKLPGYHKGSGEEDKTAA

AATGEHKSSA

>AAT78838 rice dehydrin MAGIIHKIEEKLHMGGGEHKKEDEHKKEGEHHKKDGEHKEGVVEKIKDKITGDHGDGGEHKEKKDKKKKK

EKKHGEEGHHHDGHSSSSSDSD

>P12253 rice RAB21

MEHQGQHGHVTSRVDEYGNPVGTGAGHAQMGTAGMGTHGTAGTGRQFQPMREEHKTGGVLQRSGSSSSSS

SEDDGMGGRRKKGIKEKIKEKLPGGNKGEQQHAMGGTGTGTGTGTGTGGAYGQQGHGTGMTTGTTGAHGT

TTTDTGEKKGIMDKIKEKLPGQH

>P30287 rice RAB25

MAEHATGVYGHPYPRVDQYGNPVPPVDQYGNPVPDEPAPRDTAAGYVAPPDPAVSTGDYGLAGAEAPAPA

RERGDERRSRRCRRTRRRGVHARRRRRSSPGRREDVRLRGHGQRRRLTGASGQLQPTTREEGHTTLGETL

RRSGKSSSSSSSSSEDDGQGGRRKKKSIKEKIKEKLPGSHKQEEQKQAGHTAPAAGTGTGTGTHAAGKHE

KKGIVEKIKEKLPGHGHH
>ERD14

MAEEIKNVPEQEVPKVATEESSAEVTDRGLFDFLGKKKDETKPEETPIASEFEQKVHISEPEPEVKHESL

LEKLHRSDSSSSSSSEEEGSDGEKRKKKKEKKKPTTEVEVKEEEKKGFMEKLKEKLPGHKKPEDGSAVAA

APVVVPPPVEEAHPVEKKGILEKIKEKLPGYHPKTTVEEEKKDKE

>Xero1

MESYQNQSGAQQTHQQLDQFGNPFPATTGAYGTAGGAPAVAEGGGLSGMLHRSGSSSSSSSEDDGLGGRR

RKKKGITEKIKEKLPGHHDSNKTSSLGSTTTAYDTGTVHHEKKGMMEKIKEKLPGGHH

>At4g38410 dhn

MADHPRSTEQQEADAAASKGCGMFDFLKKKPEDVHSSENARVTKEPKEEEKPSLAERFHLSDSSSSDEEA

GENGEKKEKKKKKKKNEVAEDQCETEEKIPAGIGHEDGKEKGFMEKIKDKLPGGHNGKPEAEPHNDKAKE
KGFMEKIKEKLPGHTNDEKKKET

>At4g39130 dhn

MADLKDERGNPIYLTDAHGEPAQLMDEFGNAMHLTGVATTVPHLKESSYTGPHPITAPVTTTNTPHHAQP

ISVSHDPLQDHDLRWFGTSSTEENGEGVGRKTNITDETKSKLGVDKPSAATVTGSGSGSVHEKKGFFKKI
KEKLSGHHNDL

>At1g54410 dhn

MAGLINKIGDALHIGGGNKEGEHKKEEEHKKHVDEHKSGEHKEGIVDKIKDKIHGGEGKSHDGEGKSHDG

EKKKKKDKKEKKHHDDGHHSSSSDSDSD

>gi|4239893|dbj|BAA74736.1| dehydrin [Citrus unshiu]

MSGVIHKTGEALHMGGGQKEEDKHKGEHHSGDHHTTDVHHQQQYHGGEHKEGLVDKIKQQIPGVGTTDVH

HQQQQQQYHGGEHKEGLVDKIKQQIPGVGTTDVHHQQQQQQYHGGEHREGEHKEGLVDKIKQKIPGVGGG

EGAHGEEKKKKKKEKKKHEDGHESSSSSDSD

>ERD10

MAEEYKNTVPEQETPKVATEESSAPEIKERGMFDFLKKKEEVKPQETTTLASEFEHKTQISEPESFVAKH

EEEEHKPTLLEQLHQKHEEEEENKPSLLDKLHRSNSSSSSSSDEEGEDGEKKKKEKKKKIVEGDHVKTVE

EENQGVMDRIKEKFPLGEKPGGDDVPVVTTMPAPHSVEDHKPEEEEKKGFMDKIKEKLPGHSKKPEDSQV

VNTTPLVETATPIADIPEEKKGFMDKIKEKLPGYHAKTTGEEEKKEKVSD

>COR47

MAEEYKNNVPEHETPTVATEESPATTTEVTDRGLFDFLGKKEEEVKPQETTTLESEFDHKAQISEPELAA

EHEEVKENKITLLEELQEKTEEDEENKPSVIEKLHRSNSSSSSSSDEEGEEKKEKKKKIVEGEEDKKGLV
EKIKEKLPGHHDKTAEDDVPVSTTIPVPVSESVVEHDHPEEEKKGLVEKIKEKLPGHHDEKAEDSPAVTS

TPLVVTEHPVEPTTELPVEHPEEKKGILEKIKEKLPGYHAKTTEEEVKKEKESDD

>At5g66400 (Rab18)
MASYQNRPGGQATDEYGNPIQQQYDEYGNPMGGGGYGTGGGGGATGGQGYGTGGQGYGSGGQGYGTGGQG

YGTGTGTEGFGTGGGARHHGQEQLHKESGGGLGGMLHRSGSGSSSSSEDDGQGGRRKKGITQKIKEKLPG
HHDQS(S to C?)GQAQAMGGMGSGYDAGGYGGEHHEKKGMMDKIKEKLPGGGR

>Xero2

MNSHQNQTGVQKKGITEKIMEKLPGHHGPTNTGVVHHEKKGMTEKVMEQLPGHHGATGTGGVHHEKKGMT
EKVMEQLPGHHGSHQTGTNTTYGTTNTGGVHHEKKSVTEKVMEKLPGHHGSHQTGTNTAYGTNTNVVHHE
KKGIAEKIKEQLPGHHGTHKTGTTTSYGNTGVVHHENKSTMDKIKEKLPGGHH

>At2g21490

MADLRDEKGNPIHLTDTQGNPIVDLTDEHGNPMYLTGVVSSTPQHKESTTSDIAEHPTSTVGETHPAAAP

AGAGAATAATATGVSAGTGATTTGQQHHGSLEEHLRRSGSSSSSSSEDDGQGGRRKKSIKEKIKEKFGSG

KHKDEQTPATATTTGPATTDQPHEKKGILEKIKDKLPGHHNHNHP

>Ppdhn2

MASYEKQYGATPTDEYGNPIRRTDEYGNPLGHHTTTTGTTAATTGAGGYDPHDFAATTVAGQGQGVHGHDYDRKGHHGVTGAVLHRSGSSSSSSSEDDGLGGRRKKKGLKEKVKEKLPGGTKTDTTYGGTGTTGQHHQEKGTMDKIKEKLPGTGGHRADDPYPSQTHTTATTTPYGGTAYTEEHQEKKGIMDKIKEKLPGQH

>Ppdhn1

MAHFGSTPEPTKTDEYGNPVHHTTTGTGRTDEFGNPVQHGVADTGYGTGAGYGTHTKPGVVEHHGRPAVLHSKDDQYSRDTQTTTGGYGGDGYTGGEHQEKKGLLGQLQDKLPGGNKDGQYSHDTQTTTGAYGGAGYTGGEHHEKKGIIGQVKDKLPGGQKDDQYCRDTHPTTGAYGGAGYTGGEDHEKKGIIGQVKDKLPGGQKDDQYCRDTHPTTGAYGGAGYTGGEHQEKKGIIGQVKDKLPGGQKDDQYSHDTHPTTGAYGGGGYTGDDTREKKGIIDQVKDKLPGGQKDDHYSHDTHPTTGAFGGAGYTRDDTREKKGIIDQVKDKLPGGRQDDHYSHETHPTTGAYGGAGYTGDDTREKKGVVEKVKEKLPGGQNVHPTTGPYGGGGAAGIGETRERKGVGEKVEEKLPGGHKDDQYLHDTHPTKPTSAARGGVGHTGGEPQLHEKKGLIEKIKDKLPGHNN

>Ppdhn3

MAEEYNKSQDRGYEGKAGEYEEGSGARAAECGEIKDRGLFDFLGKKEAEKPQEEVIVTEFEKVKVSDHEAPHPHHHEPESYKVEQEEDKEKKHGSLLEKLHRSDSSSSSSSDEEEGEGGEKKKKKKEKKGLKEKICGDHDQKVEDTAVPVEKIYEEPTHEEKKEEEKKGFLEKIKEKLPGQQKKPEEIPASYDDQQCHAQHAEPAEPAGVGCEPKEKKGILEKIKEKIPGYHPKTEEEKEAIKEKEKEKETSSY

>apple fireblight responsive dehydrin, Contig20948 frame+2, 420 bases, MAEEYNKKSDEHEYERKTGDYEEGSGAGETKDRGLFDFLGKKEEEKPTPYQQGDQVNVAEFDEKVKISDHHDQHASSYNKVEEEEDKEKKHETLLQKLHRSESSSSSSSDEEEDEEKKKKRKEKKGLTDKIKEKISGDEHKEEGYHKEEDTAVPVEKVYEEEHHHPAPAPAPVVHYHEEPTDSPTEEKKGFLEKIKEKLPGHKKTEEVPVGAASHEQHSDDKHAAEPPVAASYEAGEEPKEKKGILEKIKEKLPGYHSKTEEDHKDIKEKEKDTPSY
>MdWDb7507L10 dehydrin, fully seq’d, [identical to fireblight dhn]
MAEEYNKKSDEHEYERKTGDYEEGSGAGETKDRGLFDFLGKKEEEKPTPYQQGDQVNVAEFDEKVKISDHHDQHASSYNKVEEEEDKEKKHETLLQKLHRSESSSSSSSDEEEDEEKKKKRKEKKGLTDKIKEKISGDEHKEEGYHKEEDTAVPVEKVYEEEHHHPAPAPAPVVHYHEEPTDSPTEEKKGFLEKIKEKLPGHKKTEEVPVGAASHEQHSDDKHAAEPPVAASYEAGEEPKEKKGILEKIKEKLPGYHSKTEEDHKDIKEKEKDTPSY

>MD4C292250 apple seq from MSU [fused frames 1 and 2; best guess as to where!]
MAQIRDEYGNPVQLTDEHGNPVKLTDELGNPIHXXXXXXLFTSTGVATTGGTGTEAHTGAAPHVPGSGTTGGYGEHGGAAGVTGGHGMFGGKQTSDQSPGYGVGVGVVEHRQQQPHGSLGSELRRSGSSSSSSSSEDDGQGGRRKKGLKEKIKDKLGGGKHKDDQQQAKTQGHGHETEVVQTTRVTTEPEKKSMMEKIKDKLPGHHSHQ
>DT001166 apple seq from control libraries
EFRCCRHEYERKTGDYEEGSGAGETKDRGLFDFLGKKEEEKPTPYQQGDQVNVAEFDEKVKISDHHDQHATSYNKVEEEEDKEKKHETLLQKLHRSESSSSSSSDEEEDEEKKKKRKEKKGLTDKIKEKISGDEHKEEGYHKEEDTAVPVEKVYEEEHHHPAPAPAPVVHYHEEPTDSPTEEKKGFLEKIKEKLPGHKKTEEVPVWCCLRTNSTVTTNMRRSHR

>Contig2 apple seq from control libraries
MSHLHNQHGAQPTHAYGNPIQRTDEYGNPLGGATTGATTGGYGAHDTAAATTGHDYGRKEHHGVTGALHRSGSSSSSSSEDDGLSGRRKKKGLKQKHKGEAPGINHY

>Contig1 apple seq from control libraries
MANYGNTTAEKTTEEYFGNPTYNGSAGADRTDEFGNAVQHGRTNTGYGTADPKTRDEGIVGHHGGPAVLQRSGSSSSSSEDDGLGGRRKKGLKEKIKEKLPGGGNKDDQYSGGTQTTTPYGGGTTYTGEGEQHQKRGVMDKVKEKLPGGGNKDDQYSHGTQTATPYGGGTTYAGEGERDQKKGVMDKVKEQLPGGASKDDQYSA

>Apple Water Deficit dehydrin
MAEEYNKKSDEHEYERKTGDYEEGSGAGETKDRGLFDFLGKKEEEKPTPYQQGDQVNVAEFDEKVKISDHHDQHASSYNKVEEEEDKEKKHETLLQKLHRSESSSSSSSDEEEDEEKKKKRKEKKGLTDKIKEKISGDEHKEEGYHKEEDTAVPVEKVYEEEHHHPAPAPAPVVHYHEEPTDSPTEEKKGFLEKIKEKLPGHKKTEEVPVGAASHEQHSDDKHAAEPPVAASYEAGEEPKEKKGILEKIKEKLPGYHSKTEEDHKDIKEKEKDTPSY

>Apple Low Temperature responsive dehydrin

GGLALYRIPLLSLKGNYQSQYGTKPQDTDEFGNPIQQGTTGGFGSATTGTGYGTTETPYTGGQQQQERGTGMTGSGYGTTDPYTGGQQQQERGMMDKIKDKIPGTGGGRRDDDPYSSNAQTGTGMTGTGYGTTDAPYTGGEYEERGMMDKVKDKIPGTGQRDETYSSKTASTTAPYGGTTGEHQEKKGAMDKIKEKLPGGRH
>MD4C235330 apple seq from MSU [very similar to Pop grail3.0065006504]
EA*RPPRAEFGTRYTQKLERVKMAGIVSKIGDALHIGGNKKDGEHTDKKGEHTDKKGEHH

TDKKDEHHKDKKDDHHKEKDGIHHKKDKGDXXXXXXXXXXXXXXXDGHGSGSSSSDSD*S

ALATSHVHASAQ*SGVSCLGRQESMLKSCFLFVTANIYIQKEKASFTAQPXXXXXVFIFL

LLGSCKMFLGNLGKPL*YEIIMWVNAQYYLC*LI*LFNISVLPIIVAFCN*TRHLSKX
>MD4C235300 apple seq from MSU
YIFCFFPLST*HYYTQKLERVKMAGIVSKIGDALHIGGNKKDGEHTDKKGEHHTDKKGEHHTDKKXXXXXXXKDDYHKEKDGDHXXXXKGDHXXXXXXXXXXXXXXXGHGSGSGSSSDSD*SALATSHVHASAQ*SGVSCLGXSREHAQXPVSFS*RPIFTFKKKKAXFHSPAXXXXXRVXFXLLPASCKMFXVKPXGRPL*CEIIMWMNAQYYVLIDLVV*YIFVLPIIVVFX*LNKTFKCYLVLLAFT*KX
>MD4C235320 apple seq from MSU
YIFSFISHKT*HYYTQKLERVKMAGIVSKIGDALHIGGNKKDGEHTDKKGEHHTDKKEDGEHTDKKGEHTDKKGEHHTDKKDEHHKDKKADHHKEKDGDPHKKDKGDHXXXXXXXXKKDKKNDGHGSGSSSSDSD*SALATSHVHASAQ*SGVSCLGRQESMLKSCFLFVTANIYIQKEKASFTAQPKTXXSVFIFLLLGSCKMFLGNLGKPL*YEIIMWVNAQYYLC*LI*LFNISVLPIIVAFCN*TRHLXXX
>MD4C235290 apple seq from MSU [fused frames 2 and 3; used best guess!]
MAGIVSKIGDALHIGGNKKDGEHTDKKGEHXTDRQXXXXXXXXXXWPWERQQQQPQRLIRPCYKGEHHTDKKDEHHKDKKDDHHKEKDGDHHXXDKGDHKDKGEKXXXXXXXXDGHGSGSXXXXXXXXXDGHGSGSSSSHSD*SALAT
>MD4C235280 apple seq from MSU
YYSQKLERVKMAGIVSKIGDALHIGGNKKDGEHTDKKGEHHTDKKGEHHTDKKDEHHTDKNDDHHKEKDGDHHKKDMXXXXXXXXXXGHGSGRPAGHGSVCIRPCYFACACICPII
>MD4C235310 apple seq from MSU

YIFSFISHKT*HYYTQKLERVKMAGIVSKIGDALHIGGNKKDGEHTDKKGEHHTDKKGEHHTDKXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXGHGSGSGSSSDSD*SALATSHVHASAQ*SGNYSQKXF*LVRFX

>MD4C235340 apple seq from MSU
ERVKMAGIVSKIGDALHIGGNKKDGEHXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXGHGSGSSSSDSD*SALATSHVHASAQ*SGVSCLGRQESMLKSCFLFVTANIYIXXXXXXXXXXXXXXXXXXXXXXLGSCKMFLGNLGKPL*YEIIMWVNAQXXXLV

>PpDhnA Physcomitrella patens dehydrin [moss]

MNQYGREQQDTGLVGSGTGHRDEYGNPRQEGIMDKVKNAVGMGPSSGTGYNNQPGYDNYGNPRQEGLVDKAKDAVGMGPSLGTGYNNQPGYDSYGNREGIVDRAKDAVGMGPNSGTGYNNQPGYDNYGDRRHEGLADRAKDAVGMGPNSGYNHQPGYDNYGNREGVVDKAKDAVGMGPNSGTGYNNQPGYDSYGTRRQEGLVDRAKDAVGMGPNSGTGYNNQPGYDNYGNPRREGVVDRAKDAVGMGPNSGYNNQPGYDNYGNREGIVDKAKDAVGVGPHSGTGYHNQPSYDNYGNPRQEGIVDRAKDAVGMGPNSGTGYNNQSDYDSYGNPRHEGMLDKAKDDFDMGPNSGTGYNNRPGYDTYGDRKHEGIGDKVRDAIGTGPNSGYDSRTPTGTDAYVHGNHPPGMQDRITGVNEPSILGGRENVDRHGFGHDGRQHHGLLDNVTLQSGHIPETMVGGRRVEPGYDMTKSAGHHLTDLGHHGNDSGVTGLGHHDTDYDERRGKGFEDPIDNKTGLGSDYDTTETGSGYGATDTGAAPHKKGIITKIKEKLHH
>Rod25 Dogwood [checked seq]
MAQYGNPTEGLYKQPTDVYGNPISRTAQSGNPVQRTADAQYGNPTEGVYKQPTDVYGNPISRTHESGNPVQKTADAEYGNPTEGVHKHPTDAHENPLSRTHESDNPIQKTAGAQNRNPTRGVHKHPTDAHRNPVSRTHESGNPIQKTADAQYRNPTGGVHKHPTDAHGNPVSRTHEYGNPIRKIADGQRVHPTGGTTEGYITTSGTSTGIGNGGRIGGQQHGGVLQRSGSGSSSVI

>Rod44 Dogwood
MAQYGDQYGNPVRPTEEVYGSPTDAYGNSLPPTDKYGNRIHQTDAHGAHGKPIHKTDKYGNPIHPTEEVYRSPTDANGNPLTPSDKYGNPIHQTDAHRKPIRKTDKYGNPVHPTEEVYQSPTDANGNPLPPSDKYGNPIHQTDAHGKLIRKTDKYGNPVHPTEEVYGSPTDAYGNPLPPTDKYGNPNRKTDRYGNLVHPIRKVYGSQTDAYGNLLLPTDKYGNPIHQTNAHGNQNRKIDEYGNPVHPIEKVYGNPTDIYGNPLPPTDKYGNPIHHTDAHGNPIGKTDHYGNSVRPTEEVYRSPTDANGNPLPPIDEYGNPIHQTDVYGKPIRKTDEYGNPVHHSGILHRSGCFSSSSSRDDGYGGRRKKKLRDKIKEKLRGGKETEQLHTTATSTPTGYG

>Rod 48 Dogwood [checked seq]
MAQYGDQYGNPVRPTEKVYRSPTDAYGNSPPPTDEYSNPIHQTDAYGNSNRKTDEYGNLVHPLEKVYGSPTDAYGNPLPPTDKYGNPLHQTDAYGKPIRKTGEYGDPTDAYGNPLPSTDKYGNPIHQSIRRTDEYGDPVHPIRKVYRSPTDAYGNPLPTTDKYGNPIRKTDEYGDPVHPIRKVYRSPTDAYGNPLCRTDKYGNPIHQTDTHGNPIRKTDKYGDPIHPIEKVYGSPTDAYMNPLPQTDKYGNSIHQTDAHGNPIRKTDKYGNPVHPTQEAYRSPTDAYGNPLPPTDEYGNPIHQTDAYGKPIRKTNEYGNPVHHTVPMGDYGISGATGAYGTGTGVTGVGGQHHGGILHHSDCFSSSSSEDDGYGGRRTKGLTDKIKDKLRGGKKTEQLHTTATSTTTGYGYEGEEHRYYKKKGVMEKIMDKLPGQESQHY
>Rod 60 dogwood

MAQYGNPTEGLYKQPTDVYGNPISRTHESGNPVQRTADAQYGNPTEGVYKQPTDVYGNSISRTHESGNPVQKTADAQYGNPTEGVYKQPTDAHGNPISRTHESGNPVQKTADAQYGNPTEGVYKQPTDAHGNPVSRTHESGNPVQKTADAQYGNPTEGVDKHPADAHGNPAFRTRESGNPVQKTADAQYGNPTEGVYKHPTDAHGNPVSRTHDFGNPVQKTADAQYGNPTEGVDKHPADAHGNTAFRTRESGNPVQKTADAQYGNPTEGVDKHPTDAHKNSISRTHDFGNPVQKTVDAQYGNPIEGVYKHPTDAHRNSISRTHNSGNPIQKTADAEYGNPTEGVHKHPTDAHENPLSRTHESDNPIQKTAGAQNRNPTEGVHKHPTDAHRNPVSRTHESGNPIQKTADAQYRNPTEGVHKHPTDAHGNPVSRTHEYGNPIRKIADGQGVHPTGGTTEGYITTSGTSTGIGNGGAIGGQQHGGVLQRSGSGSSSSEDDGQGGRRKKKGLTDKKKEKLSGGRKPAQASHPTATTTTTTGHDIYKGGQQNQRKKGVMEKIKEKLPGQHN
Notes:

1. Did short exact match BLAST using K consensus sequence (eekkgimekikelpg); only saw matches with plants; BLASTed against bacteria, Dictostyleum and human: no matches.  Repeated with DEYGNP and also got nothing.
2. Here is a rice sequence that matched Ppdhn2 mainly in the Ser region; interesting, as it is a zinc finger protein.
>gi|50916877|ref|XP_468835.1| putative zinc finger protein [Oryza sativa (japonica cultivar-group)]

MVTNMTHDDYVSLCLMALAQAGVGGQWPAQKQQIDMAPPAPERELLRFRCSVCGKAFPSHQALGGHKASH

RKPPTAALPMHVIDAPPPPSAEDTASSSTTTTTSGGGRHRCSVCHRTFATGQALGGHKRCHYWDGLSVVS

VTASASGSGSSSVRNFDLNLKPVPETVAAGVRRWGEEEEVQSPLPFKKRRLSSPSLELNL

Poplar Dehydrins

>eugene3.00020117 [Poptr1:550802]

MAGVNKSHEYETKTSAGEESGATETKDRGLFGFMGKKKEEVPATEYEEKIHRSDNSYPGDGEKKHEDTTV

PSDTETPLTPEKKKSYFEQAKGIIPAYKKTEEVPPLELKLFIRQGHPLPQRRRRRHPLTPEKKKSYFEQA

KDIIPAYKKTEDGPPSPAEAAVHPTGTPLEPEKKSYFEQAKDRYQHIRKLKSPLPVQLKPQFIPQEKKSF

FEQAKERTPGFKKTEEVSPRPAKAAAHHTETPFEPEKKKSFFEQAKERIPSYKKTEEVISTETPLEPEEK

KGFFDQAKERIPAHKTEEVPPHPAQSASNSFSHTETPFEPEEKKGFLDKVKEKDLARKKTEEKRGFLKEK

VPTHKKTEEFPFPAKPAYTEAAVSNTNTPLEPEEKRGLLDKIKEKMPGHKKTEEVPPSEFDSTENVVSHK

GEPMVKKGMMEKIKEKLPGHRPQI*

>estExt_Genewise1_v1.C_LG_IV0658 [Poptr1:713051]

MAATIRDEQGNPIQLTDEYGNPVQLTDEHGNPVQITGIATTKQPPTLGNVSSDQVPGTGLLSSTAMSEDA

TKGTDIHETGQHGGFAADQGGHKKEEQEEISSTSSSGTSEDDGRGGRKGLKEKIKEKLTCGKH*EEHGQ

TAEVHTTTTGPAGEQYQEHQKKSVMEKIKEKLPGHHSHH

>estExt_fgenesh1_pg_v1.C_LG_V1622 [Poptr1:694892]

MAEENKSHEYETKVGEESGAVETKDRGLFDFLGKKEEEKPQEEVIGTEFEEKLQVSEPETKVEEEHKKKE

EEEKKPTLFEKLHRSGSSSSSSSSDEEEGDDEEKKKKKKEKRSLKEKMKISGEKGEEKEHEDTSVPVEVV

HTETPHEPEDKKGFLDKIKEKLPGHKKADEVPPPAPEHVSPEAAVSHEGDAKEKKGLLEKIKEKLPGYHP

KTEEEKEKEKESASQR*

>gi|29120043|emb|CAC35772.3| dhn1 [Populus x canadensis]

MAEGNKSHEYETKVGEESGAVETKDRGLFDFLGKKEEEKPQEEVIATDFEEKLQVSEPETKVEEEHKKKE

EEEKKPTLFEKLHRSGSSSSSSSSDEEEGDDEEKKKKKKEKRSLKEKMKISGEKGEEKEHEDTSVPVEVV

HTETPHEPEDKKGFLDKIKEKLPGHKKADEVPPPAPEHVSPEAAVSHEGDAKEKKGLLEKIKEKIPGYHP

KTEEEKEKEKESASQ

>eugene3.00090473 [Poptr1:557213]

MIAATIVDELGNPIQLTDEHGNPVKLTDEHGNPVHIAGVATTKQPPTLGDIISTDTVPGTGHLSSTARSE

DAMKGGLRETGHHGEVAGDQGGHKKEEHDETSSTSSSGSSEDDGQGGRRKKKKGLKQKIKEKLTGGKHKE

EHGHTVDVHTTTTGPAGEQYQEQEKKSVIEKIKGKLPGHHSHH*

>eugene3.00130613 [Poptr1:571249]

MAGIMHKIEETLNIGGKKDERKGETQGGYNQQDHRGAAQGQRKEGFADQMKDKIPGGGGGVHKGETQGGY

NHQDQGGYNQQEHRGGAQGERQEGFVGQMKDKLPGGGGGGGMTQGGYNQQEHRGGAQGERQEGFVGQMKD

KLPGGVAVA* much bigger in 3Frame transl.:may be a pseudogene.

>eugene3.00130614|Poptr1 [may have zinc-finger]

MAGIMHKIEETLNIGGKKDERKGETQGGYNQQDHRDGAQGQRKEGFVDQMKDKIPGGGGGVHKGETQGGYNHQEQGGYNQQQHRGGAQGERKEGFVAQMKDKLPGGGGGMTQGGYNQQEHRGGAQGGYNQQEHRGDAQGERKEGFVDKIKGKIPGGGGGSGVRGEGGEKKKKKDKKKNEDGHSSSSDSD*

>grail3.0065006504|Poptr1

MAGIMHKIEETLHIGGKKEEQKSGKSGEEHKSGKSGEHKGEHKGEYRGEHKEGFVDKIHGDGHGEGEKKKKEKKEKKKKEKKHGHDGHSSSDSDSD*

>eugene3.14320001|Poptr1

MTQGGYNQQEHRGGAQGQRKEGFVGQMKDKIPGAGGGGGGGGGMTQGGYNQQEHRGGAQGQRKEGFVDKIKGKIPGGGGASGVGGMTQGGYNQQDHRGGAQGVRKEGFVDKIKGKIPGGGGASGVGGMTQGGYNQQDHRGGAQGVRKEGFVDKIKGKIPGGGGASGVGGMRRWEINKITGAARKVCARKGVEEVEVLSTSVADYH*

>grail3.0016050401|Poptr1

MAGIMHKIEDTLNIGGKKDERKGETQGGYNQQDHRDGAQGQRKEGFVDQMKDKIPGGGGGVHKGETQGGYNHQEQGGYNQQQHRGGAQGERKEGFVDQMKDKLPGGGGGMTQGGYNQQEHRGGAQGGYNQQEHRGDAQGERKEGFVDKIKGKIPGGGGGSGVRGGVEEVEVLSTSVADYH*

>gi|4239893|dbj|BAA74736.1| dehydrin [Citrus unshiu]; cold responsive

MSGVIHKTGEALHMGGGQKEEDKHKGEHHSGDHHTTDVHHQQQYHGGEHKEGLVDKIKQQIPGVGTTDVH

HQQQQQQYHGGEHKEGLVDKIKQQIPGVGTTDVHHQQQQQQYHGGEHREGEHKEGLVDKIKQKIPGVGGG

EGAHGEEKKKKKKEKKKHEDGHESSSSSDSD

