SHOWORF of unknown from 1 to 1217

         1 CGAATTCCGTTGCTGTCGCTTTTGCTGTCGATTTCATCTTCTCTCTTTAT 50

F1       1 R  I  P  L  L  S  L  L  L  S  I  S  S  S  L  F  I  17

         1   N  S  V  A  V  A  F  A  V  D  F  I  F  S  L  Y   16
        51 CMAAATCATTATTCATTAAGTAGTAAGTTGTGATTTGATATTAAGAAAAG 100

F1      18  K  I  I  I  H  *  V  V  S  C  D  L  I  L  R  K  E 11

        17 Q  N  H  Y  S  L  S  S  K  L  *  F  D  I  K  K  R  6
       101 AATGGCGGAGGAGTACAACAAGAAGAGCGATGAACACGAGTACGAGAGGA 150

F1      12   W  R  R  S  T  T  R  R  A  M  N  T  S  T  R  G   27

         7  M  A  E  E  Y  N  K  K  S  D  E  H  E  Y  E  R  K 23
       151 AGACTGGGGATTACGAGGAGGGATCGGGTGCAGGCGAGACCAAGGATCGT 200

F1      28 R  L  G  I  T  R  R  D  R  V  Q  A  R  P  R  I  V  44

        24   T  G  D  Y  E  E  G  S  G  A  G  E  T  K  D  R   39

       201 GGGTTGTTTGATTTCTTGGGGAAGAAAGAGGAGGAGAAGCCAACTCCTT 250

F1      45  G  C  L  I  S  W  G  R  K  R  R  R  S  P  T  P  Y 61

        40 G  L  F  D  F  L  G  K  K  E  E  E  K  P  N  S  L  56
       251 ATCAGCAAGGGGATCAGGTGAACGTCGCCGAGTTTGATGAGAAAGTCAAG 300

F1      62   Q  Q  G  D  Q  V  N  V  A  E  F  D  E  K  V  K   77

        57  S  A  R  G  S  G  E  R  R  R  V  *  *  E  S  Q  D 4

       301 ATCTCCGATCATCACGATCAGCATGCATCATCATACAACAAAGTAGAAGA 350

F1      78 I  S  D  H  H  D  Q  H  A  S  S  Y  N  K  V  E  E  94

         5   L  R  S  S  R  S  A  C  I  I  I  Q  Q  S  R  R   20

       351 GGAGGAAGACAAGGAGAAGAAGCACGAGACTCTCCTGCAGAAGCTTCACC 400

F1      95  E  E  D  K  E  K  K  H  E  T  L  L  Q  K  L  H  R 111

        21 G  G  R  Q  G  E  E  A  R  D  S  P  A  E  A  S  P  37

       401 GATCTGAAAGCAGCTCTAGCTCTTCAAGTGATGAGGAGGAAGATGAAGAG 450

F1     112   S  E  S  S  S  S  S  S  S  D  E  E  E  D  E  E   127

        38  I  *  K  Q  L  *  L  F  K  *  *  G  G  R  *  R  E 2
       451 AAGAAGAAGAAGCGGAAAGAAAAGAAGGGATTGACGGATAAGATCAAGGA 500

F1     128 K  K  K  K  R  K  E  K  K  G  L  T  D  K  I  K  E  144

         3   E  E  E  A  E  R  K  E  G  I  D  G  *  D  Q  G   3
       501 GAAGATCTCCGGTGATGAGCACAAGGAAGAAGGCTATCACAAGGAGGAGG 550

F1     145  K  I  S  G  D  E  H  K  E  E  G  Y  H  K  E  E  D 161

         4 E  D  L  R  *  *  A  Q  G  R  R  L  S  Q  G  G  G  11
       551 ACACGGCTGTCCCGGTGGAGAAGGTGTACGAGGAGGAACATCATCATCCA 600

F1     162   T  A  V  P  V  E  K  V  Y  E  E  E  H  H  H  P   177

        12  H  G  C  P  G  G  E  G  V  R  G  G  T  S  S  S  S 28
       601 GCTCCAGCTCCAGCTCCGGTTGTTCATTACCACGAAGAGCCAACCGACTC 650

F1     178 A  P  A  P  A  P  V  V  H  Y  H  E  E  P  T  D  S  194

        29   S  S  S  S  S  G  C  S  L  P  R  R  A  N  R  L   44

       651 TCCAACTGAGGAAAAGAAGGGTTTCCTCGAGAAGATCAAGGAAAAGCTAC 700

F1     195  P  T  E  E  K  K  G  F  L  E  K  I  K  E  K  L  P 211

        45 S  N  *  G  K  E  G  F  P  R  E  D  Q  G  K  A  T  14

       701 CTGGCCACAAGAAGACTGAGGAGGTTCCAGTTGGTGCTGCTTCGCACGAA 750

F1     212   G  H  K  K  T  E  E  V  P  V  G  A  A  S  H  E   227

        15  W  P  Q  E  D  *  G  G  S  S  W  C  C  F  A  R  T 11

       751 CAGCACAGTGACGACAAACATGCGGCGGAGCCACCGGTAGCAGCCTCTTA 800

F1     228 Q  H  S  D  D  K  H  A  A  E  P  P  V  A  A  S  Y  244

        12   A  Q  *  R  Q  T  C  G  G  A  T  G  S  S  L  L   13

       801 TGAAGCTGGAGAAGAGCCCAAGGAAAAGAAGGGTATTTTGGAGAAGATCA 850

F1     245  E  A  G  E  E  P  K  E  K  K  G  I  L  E  K  I  K 261

         1 *  S  W  R  R  A  Q  G  K  E  G  Y  F  G  E  D  Q  16
       851 AGGAAAAGCTTCCAGGGTACCATTCCAAGACCGAGGAAGATCACAAGGAC 900

F1     262   E  K  L  P  G  Y  H  S  K  T  E  E  D  H  K  D   277

        17  G  K  A  S  R  V  P  F  Q  D  R  G  R  S  Q  G  H 33
       901 ATCAAGGAGAAAGAGAAGGATACTCCTTCCTACTAATTAAGGGATTAAGA 950

F1     278 I  K  E  K  E  K  D  T  P  S  Y  *  L  R  D  *  E  1

        34   Q  G  E  R  E  G  Y  S  F  L  L  I  K  G  L  R   49
       951 AAGAAAAAACGCATACATAATCTTGTCCTGTGTTCGGAAAGAGTGGTTAT 1000

F1       2  R  K  N  A  Y  I  I  L  S  C  V  R  K  E  W  L  W 18

        50 K  K  K  R  I  H  N  L  V  L  C  S  E  R  V  V  M  66
      1001 GGTGGTGTCATTTGTGGCTTGTTATTTTTCCTTGTTTTTGTGATGGGTGG 1050

F1      19   W  C  H  L  W  L  V  I  F  P  C  F  C  D  G  W   34

        67  V  V  S  F  V  A  C  Y  F  S  L  F  L  *  W  V  V 3
           ---------|---------|---------|---------|---------|

      1051 TTTATTTGCCGTTTTCTTTTGAGAGAGACTCTGCGCTCATTTACAAGTTT 1100

F1      35 F  I  C  R  F  L  L  R  E  T  L  R  S  F  T  S  L  51

         4   Y  L  P  F  S  F  E  R  D  S  A  L  I  Y  K  F   19

           ---------|---------|---------|---------|---------|

      1101 GTCTAGGGTTTCCGTTCTAGGGTTCTCTCTGTTCTGTAAGGACCTTTACT 1150

F1      52  S  R  V  S  V  L  G  F  S  L  F  C  K  D  L  Y  F 68

        20 V  *  G  F  R  S  R  V  L  S  V  L  *  G  P  L  L  4
           ---------|---------|---------|---------|---------|

      1151 TTCTTTTGTGTGTGATATAAACATTATTGTTGATTAATAAGATATTTGTT 1200

F1      69   L  L  C  V  I  *  T  L  L  L  I  N  K  I  F  V   10

         5  S  F  V  C  D  I  N  I  I  V  D  *  *  D  I  C  C 4
           ---------|-------

      1201 GTTCCTTTGTAAAAAAA 1217

F1      11 V  P  L  *  K     1

         5   S  F  V  K  K   9
