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Alphaproteobacteria/Rhodobacter sp. AKP1(429209775)

HNHHITEVE HNH

Cyanoproteobacteria/Synechococcus sp. WH 5701(87300622)

MAD-NTD HNHEVE

Gammaproteobacteria/Pseudomonas sp. R81(408482632)

MAD-NTD REaseEVE

Gammaproteobacteria/Pectobacterium carotovorum subsp. carotovorum PC1(253688691)

EVE and related domain fusions
Deltaproteobacteria/SAR324 cluster bacterium JCVI-SC AAA005(381208074)

TET/JBPDcmEVE*

Alphaproteobacteria/Caulobacter sp. K31(167645128)

P-loop_kinaseASCH*GNAT+EVE

Alphaproteobacteria/Brucella suis 1330(23501613)

P-loop_kinasePIN+GNATHTH+ASCH*

Archaea/euryarchaeota/Halorhabdus tiamatea SARL4B(335441396)

McrCMcrB-NTD
+EVE+McrB

Firmicutes/Bacillus cereus F65185(229073377)

NUDIX P-loop_kinase EVE+HNH* MazG URI+
SF-I helicase

P-loop_kinase ASCH*

Betaproteobacteria/Janthinobacterium lividum PAMC 25724(395760332)

GNATASCH*GNATP-loop_kinase

Gammaproteobacteria/Pseudomonas entomophila L48(104783617)

Phage_GPA GNAT GNAT ASCH* P-loop_kinase Phage_portal Terminase_LS Phage_GPO Phage_cap_P2

Gammaproteobacteria/Escherichia coli 96.154(417224138)

Betaproteobacteria/Gallionella capsiferriformans ES-2(302878132)

GNAT ASCH* P-loop_kinasePIN+GNAT
+EVE
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