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UNSW2_1053|Ccon|WP_021093417.1 1243 D L L E H K E L F K A Y P 4 I K I K K I S @ 3 G E K L G Y Y D 2 K K E I G I N N @ 2 D K S T L M H E V Q H A I Q E I E @ 1 F A R G S G E K G E I Y @ @ R L S H G E A E A R N V Q N R L N L G 1338/         
RAZWK3B_16630|Rosp|WP_007815661.1 3955 L R K D M R A E L R K I G 4 I S L D I R D @ 8 P P L D G Y F L 2 V I G V S A S A @ 3 P M A I M R H E V I H A L R N K E 2 3 D A G I M R I V E R D Y @ 5 E R K T E E A V A I M F Q Q W N N G A 4083\family 3 
X728_14930|Mesp|WP_023828933.1 1492 V G K R L R A E L D R L G 3 I G L R I S E 1 0 H A A D G S Y F 2 L I S I S L D A @ 2 P D S V L D H E A I H A L R D V G 1 6 E W V D R Y E I A D T Y @ 5 W V H V E E G V A H A Y A D W R A G R 1613         
BN789_01230|Clsp|WP_021905015.1 712 A S A A Q K A L A Q S L G 4 L R F E L V D @ 1 S T A S G S Y E 4 V V R L N I N S @ 2 I L Q T A S H E L T H F I Q D Y A 2 2 A D E L V R N Y E V R Y @ 9 D Q I W D E I V S D G T G M M L N D E 837 /         
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