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Supplemental Figure
Cartoon rendering of N-terminal 4Fe-4S dicluster fold domain
from RNase L Inhibitor crystal structure. Helical regions are
colored in purple, strand regions colored in orange, loop regions
colored in gray. Region corresponding to RLI construct colored in
green. As can be seen, RLI as a domain is incapable of forming an
independently-folding unit. Cysteine residues conserved across
4Fe-4S dicluster fold are rendered as ball-and-sticks. Cysteine
residues found inside of RLI construct colored in green, others
colored in red. The first three cysteines form a single metal-
binding site with the final cysteine residue. The other four form
the second metal-binding site.





