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SS_AHH                                                                    eeee         hhhhhhhhhhhh           eee               hhhhhhhhhhhhhhhhh      
SAV_286_Save_29826826                 2248 SCSTNAQILGDNM--TAAGTIRP---AETAAHHIVASAS--1-KAASARAKLASVGID---INDADNGVFLPR--9-ASVHS-RIHTNNYYGYVNDMMSGVRT 2343 
Hoch_0576_Hoch_262193898               611 NPLRKAESVGELL-ARAGHTARP---PYHQAHHVIPNEV--1-RSHLLFRLARERGVF-1-HDAPENIALLAR-22-LPRHQ-GPHRR-YTRAVIDAARSTEL  720 
Sent_16759281                         1226 PIGLRGGLNLYAYCPNPLTWIDP---LGLDLHHIIPQEV----WKTFKTDLKKVTGYV-6-AMDVTNLIDLDK-----PFH--GNHPA-YSAYVKDKISELIK 1316 
PM8797T_26945_Pmar_149177115           157 HNKCNTSKHSKALGQDLTNNKIPRPQGGYQAAHIVPTNN-10-AIKTAQKKFNTYLGK-2-RDTNINGFWAKA------GHA-GTHTDEYFLELGKAFQSANS  257 
PM8797T_01924_Pmar_149178421           323 A-GEVAPSNWGQHI-ISETGVLPPAGMPRSHEHHINMKAG--6-FVEKGKDILEFYDIP-4-TGPTGNLVYAP--------NVAGQHTTENATKLYNELLGVHR  419 
CA_C1644_Cace_15894921                 191 IGDLSKFNFGNYL--KKKRGNPPSGMSKPHAHHVAVKGN-10-YAKYSSEVLKSVGID-1-YYGIENIHWAP--------NE--GHSNRYIKAIAKEFYEVKK  285 
ESA_03913_Csak_156936019              1209 PLGLASRSWLAKA--LANGHVIPAGMTNPHGHHIVFKGQ--8-HLSRSKAILKRYGID-1-VNDPANLMIAN--------NGEGVHTEKNAKKVADALVKADK 1303 
HCH_00612_Hche_83643505                 16 EMDNVNESLPNEI--AFNKNAYGTG-ASVEGHHLIPTEV--3-FEGFFQEIADHSEGH-4-QDNPSNGVYLPK-11-AAVHS-GSHPA-YSEFVRQRLVFLQK  120 
CCOA0104_Ccol_57505103                 111 KIQASPLAKIKYDRIRWEGGGDDNKQSSIQTHHIATDKN--2-FTKEFRKITKKYNME---LDEDWNKVKMP--------HR-GRHPNEYHEYILEKMSKIDK  199 
Bcen_2646_Bcen_107024190               444 LGLAPRRPAHEASIQRRVNCLKS---QGFQEHHIISDKN----SQTKNHPLIALAGFD---LQSQANKIYLPD--7-RSIHN-GRHPNIVSTNLSRQMNDAVV  538 
VS_II0979_Vspl_218676740                28 EEGLDAFQELKALGVTEKDKMEGLE-KNLQAHHIITVNE--2-NNDFLFKKLPYLGYN---LNDWHNIVVLPG--9-MPLDS-GSHPTPYTDNVKRRLSLLRN  128 
AB57_1443_Abau_213156399              1489 TWIDSKGLCSTTLN-RNLGGVKG---DHLQAHHIIPEE-----IWAKRKDFLDDIGIG-2-RDKAENGVLMPD-10-QLYHC-GSHPI-YSAGINQKLGQIQR 1585 
CLOLEP_03399_Clep_160934527            145 DSVAIGGEIAVEQEATIAKPSKPR--NPNDLHHIVPKAL--3-RIDYARLRMEVADIK---LNDPVNLISLPR-----TFHA-RMHGNSYRDMVYDIFWRNTC  235 
TERTU_4147_Ttur_254787989              107 EEHHPTDDLEMYM--RAEGVPKPS--SQHTAHHICPGSG--5-LIRNTRIHMHSHGVR---INDPANGVYLLH-12-SRGHL-TYHTREYEKLVAGRISTLPS  210 
ECSE_0631_Ecol_209917822              1469 GLVGCSTKLGKNM-MEAMGLARSTTWKGYRAHHIIPKE-------LWNHPVLQKIKYD---IDKATNGIFLRK--7-MARHQ-GNHDG-YTQVIKDALDKIDI 1561 
yeeF_Bthu_49477375                     416 NSYTASQVLREEL--KDAGIDPPP--YHNAAHHIVPWND--1-RAVEIQKLMKEFEID---PNSAANGVFLPG-11-EAMHI-GNHGPEYIELVYNTLTEIKE  514 
LNTAR_18398_Lara_149195890             288 SFGKDGRKLKVNM-EKVYGIKKL---GHMAAHHIVEKN-----DNPIAVAILTRNGIH---VDEAANGVWMLM-17-GPYHN-SSHSDTYSEYILERLELVEP  390 
P700755_19842_Ptor_91217504            701 AEPKSGSVLSQNM--NAVGKKYI---KGTQAHHIIGNDS--3-SSVLLKQLLKTNKID---INNAINGMRLPG-16-GQIHK-GSHNCKYYDAVYEIMKNAKN  805 
Consensus/70%                              ........h...b..p..sh..s......psHHllsp.........b.p.bbpphsbc...bsss.Nhlbbs........H..t.Hs..Y.p.l.pbbpphp. 
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PROSTU_01984_Pstu_183598586             1488 TNLQIVL-1-DGRSPMVV-KNGKYEIVSLHHSKQNGLGPLFELSTPTHE-QYRYSNALHPHLPDAHP-5-RNLFDADRKAYWKQRAEEEVN 1576 
HMPREF0660_01845_Pmel_288803407          201 IYHANNN-3-YGKSPKH--ANG--DTIILHHQNQNHLGPVIEMPNSGHV-RGLGNKKMHPYFPNPHP-5-RDVFNNWKKEYWKYRAETEIK  288 
DSM3645_27538_Bmar_87310254               73 TLRAMTK---NGFAPKD--ING--KKLILHHLDQDPVGPIVEMPGFRHN---IGNRIQHPLGNAPGA-6-RAAFNAWRESYWKARALEELA  156 
EUBVEN_00689_Even_154482991               72 ANDEIDP-3-RGRAPKSK-KDG--YSIEIHHDEQNPNGPFKEMTRTDHR-LGVNYKKNHPNHTQKSK-2-RTQWKYQQRKYWENEWNSGRW  157 
GCWU000182_01192_Adef_229825829          325 TNLQRIM---NKKSPLD--PTG--IPYELHHIGQSNDSPLAILTHLEHM-GEGNNKIWHVKTSGFDN-3-QKVWATIKADFWKDYAMKLIS  407 
SMU.684_Smut_24379157                    147 TNLERME---RGFAPID--ESG--KPFNLHHIGQKMDSPLAELPDQVHK---DNYSKLHANKGPSNI-1-RVAFAKEKQEYWKARAEQIKG  225 
VIB_000150_Vmet_260771711                149 TNKERVE-3-NGLSPIN--KDG--EKVELHHIGQKSNSPLAELTESEHR-KPPNNLTLHKIRDGSEV-2-GSGWKKEKESHWNERAGEGVQ  233 
HMPREF6123_1462_Osin_227873254           160 TNTQRVE---RGLAPLD--KNG--KAIQLHHIGQHKDSPLAELTFEEHR-CGGNDTILHDKSIESEA-3-GNNWDNERQNYWQNRADYNNN  242 
EAT1b_1090_Exsp_229916817                 94 TNLEKML---EGKAPT---VNG--EPIDLHHIGQKNDGPLAELTRYGEH--QGNSSILHEKRTESEI-2--NEFGKERAAHWKARAEIIIA  172 
BT9727_0833_Bthu_49476990                120 TNLERMA---EGKAPL---VDG--RPIELHHIGQEMESPLAELTSTEHR-GQGNDTILHDKSKDSEI-1-RTQFNAEKEAHWKTRAAQINI  199 
HMPREF9019_0118_Ptim_282880862            86 NNADLIG---EGFPPRD--ANG--DPYALHHIGQEQDSPFAELTWNEHM-GDGNNPILHTSRESKIY---RDQFNKEKSLYWQARFKAFTQ  165 
HMPREF0660_02349_Pmel_288803920          144 TNKALAE---DGYPPRD--ETG--RPYELHHVGQNPESPLAELTYDQHH-CNGNFTKLHTFDESSID---RQQFNKERKEYWETRSQTL--  221 
Bcer98_1961_Bcyt_152975720                84 SNRELAA---KGRPPFVADKNGVETQIELHHLLQKEPGDMVEIFATTHD---EYKKILHGLIKDGDS-7-DKQYNNLRKKYWKWRFNNLD-  171 
SSU98_0374_Ssui_146320221                129 TNAERLQ---SGLLPI---KDG--QPLEVHHIGQKNGGHYALLTKEEHI-KNGNKEMLHKPGKSDVD-1-GLNLARDKRSIAKVLMEEQV-  207 
PM8797T_02049_Pmar_149178446             229 ENLMLMQ---GGNTPFARNAAGEWEKLNLHHVGR-QDGMMIEIISSHNAYNPTTGGVLHISGPGGP-----VRQSRLSITYWQQRLEDMID  310 
rhs-core_Plum_27497168                  1390 TNIERMA---SGRAPVG--HDG--KAVNLHHMLQTQNGPIAEMSQTFHK---VNHKAIHINPNTIPS-3-RATFNKWREQYWINRAGDFK- 1469 
fhaB_Btri_163867647                     2403 TNVERMR---ARRAPIG--FDG--RPVELHHLSQTPEGPIAEMSYEFHK---KYTSVIHNNPQKHQS-3-RKKFEKQREEYWKERAKGYRE 2483 
HPSH_05235_Hpyl_188527807                 60 SNLERMQ---EGNAPLC--KDG--MSMELHHLRQEDDGIIIELTSTEHK---KYYKDLHLSKKESEI-1-RSAFNAFRRNYYKKRAKELEN  138 
Consensus/70%                                *Nbpbh....pGbsPbs...sG..cslpLHHlsQp.stPbsEl*.ppHb....spphlH...pps......p.aspb+ppaWc.Rtppb.. 
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MhaB1_Mcat_146744264                       1633 LPNGNYQH---KDTREIVI----SPTQYGHT-Y-GREHRRLVLAAEQTGLTQTQFNDFINSRPDYFRLENASDNMGHRNEKPGSDDLGE 1712 
Sbal183DRAFT_0358_Sbal_304408901             78 NSQGQFID----QNGQVL-----TDTHFGHI-A-GHENRRILSAADELGLSQSQLNDYVNARPQFFKIEDAKKNLSHADEIPGKDNIDH  155 
Srot_0310_Srot_296392744                    420 TDNGKYYQ-2-DGTLYPVN----TQIHIGHI-K-YSEWARLRNDAIAKGWTERQLQEYIQ-NHKLYQIEDAYGNLSHQYEAPIPSVAEI  500 
Ccel_1492_Ccel_220928916                   1270 GANGTFFD---ANTLLPIE----GTPDIGHV-Y-GREFWRERDKAEDKGWTQSQFNDYMN-NSEFYQFEDPKSNRSHQFEDKSK----- 1343 
Hbor_07450_Hbor_313125518                   322 GIDDKVRD---PNTEEVLT--8-EQWHMGHK-K-QREYRYLLEYYQQGIISEEEFVKEYQ-NPDHYQAEAPRENMGRRHEGVGRYWKQK  408 
Hbor_04190_Hbor_313125198                   333 GPNGVVFC---AVDEVPLD--1-DEWCMGHK-P-RREYWYLVEYYLRGIITREEFLAEYR-NPDHYQPESHRASSSGEHEQEGEYWAEK  412 
HMPREF0183_1375_Bmcb_295395685              242 EKDEIYVI-2-DGNWRSVK--8-GKWDMGHR-E-GHEYRKTYKDYMSGKISKDEFLKTYR-NPKNYKVEDPKRNQSHVDEDKSDQ----  326 
yqcG_Bsub_16079639                          451 DSTGSVKD---PLTKQVMK--2-EPWDMGHK-P-GYEFRKHQQSAMERNISRKQFLDEHN-NPDHYQPELPSSNRSHKGEDMTDDYFGD  531 
EUBREC_3327_Erec_238925670                   27 RMLKVLMD-1-LEIQIQVR-13-GVWDMGHI-P-EAKYSEMHEAYMNGELTTKEFVDWYN-DPANYRLELPSNNRSHKYE---------  110 
JDM1_0336_Lpla_254555505                    545 VKDGVLID---RNTKQVIH--8-GKVDFGHL-P-GKSYKEMFNLYKNRKITLKELKDFQF-NPKNYRLETPSANRSHKYETR-------  624 
Hbor_04090_Hbor_313125188                   189 DEDGNVYD---PNTGERLE--8-GQWDMGHK-P-RREYRKLHQKYISGLISKEEFLNRYR-DPDNYRPEKPKANRSRKYEGDE------  269 
PputGB1_2758_Pput_167033757                 321 KHAGKVMT----ADGDKVY--3-PRLTIEHNKP-VVEHWNEVGYN----STRAERNDFYN-DTGNMSLKLRSANSSEGAKMGASGVRYR  398 
NEIMUCOT_05524_Nmuc_261365159              1290 IPEGAVFK-2-DGKKYSL-----RNAHMGHNPEDAVSYWNRCGRYHG--AKSQAVRKWML-DPNNYRLEYGPGNCSRGAKSKERYKKPR 1369 
BC059799_3279_Bcer_196038184                 80 TVRGKTEF-2-NNKWRPL-----SEADMAHK-IDAVTWWNEVGRKYG--PKSKEVRDWML-DPDNYYLEHYSKNRSEGASLGQTYLPPD  159 
Chy400_3470_Csp._222526699                  270 NEEGEMIC---PTCGRTM-----TKPDLDHT----PPWRDRVARMFG--WTRKQVLDEYN-DVTKLRAQCPSCNRSRKFEQGASYE---  340 
BURPS305_6452_Bpse_134278791                147 SQSNTKAC---PTCGKDVT--7-RDWDVDHQ----PPWSTRDLSG----MTRDQVIDEYN---KGTRLECPSCNRSRGAKPAGQ-----  219 
bcere0012_30000_Bcer_229145850               43 NASGKMIC---PTCGKDIP-14-IGYDLDHY-PDTWAERVASMKTGEVKSTRKEVLDEYN---ARLRVQCHECNISHKFEGIEGTYIGE  134 
Geob_3195_Gsp._222056277                     74 RLTRVWAC---EDCKQPVL--1-EGVQIGHR----RKWRDELKHAGV--ITPSEAKAAFN-NLRNLRVECSTCNQSHDWE---------  140 
Consensus/70%                                   ..sG.hbs....ss.psl......phcbGHb.....pabpbh..hb...b*ppph.cbbp.ssppaphEpspsNpS+.hE......... 
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bthur0013_67390_Bthu_228912685                   452 ETEDQALPGKTF----IGSLEADHIVSMDRIA-1-MDGFGNLTEKQQLEV---LNNPE---NFTGLSKSANTSKQSKSY  518 
DSM3645_26154_Bmar_87310025                      213 GYIDPR-TNKWVK-1-EGNLAADHVYPKSLIE---KLDDFDLLTPQQQEF-1-LNYPG---NFEPLPKSWNSSKLNRLA  280 
SCH4B_4841_Sisp_259419461                        869 LKSAKG-KCQLCG-4-IRPIDIDHIIPRSKAN---KDGKVRLNGQLID-----VNDPE---NLQALCFSCNRAKRDKDE  936 
METDI5369_Mext_254563696                         481 ALSTLY-DANAWG---SAPHHIDHIIPRSLAD-2-ALMAQNLSESLIERI-3-VNRLG---NLQLLLARENLEKSNLPF  551 
AHA_1078_Ahyd_117617679                          496 LLHLLF-PEMNA----TEVFHIDHLHPRSHFD-4-AKVDALLNNSERMEF-6-WNTIA---NLHLLNDSQNLSKSDRPL  570 
HMPREF0204_12296_Cgle_300776578                  461 ILALLY-PNLKYK---DGDFNLDHCHPISNFN-4-KLNNIQLTDSNREYF-5-FNSII---NLQMLDGNENKSKGAKQL  535 
CAMGR0001_1113_Cgra_257460346                    468 VLSILY-PNLDT----KNNFHKDHLHPESRYK----EYKKAMKENKKECY-4-YDALP---NLQLLDANENMAKNDKSL  535 
ClocelDRAFT_0125_Ccel_242258824                  175 NPDKRRNDGKY-----DYQAEPDHIVPLKQIH-2-FKGNYALSTDDIKRI---ANSND---NLALTSAALNGRKLDSSN  241 
Acid345_0865_CKor_94967896                      1082 DEYSAF-SGQPGK-1-IQDPSIDHLNSIDEMS-1-WDGFWELTEDSQKKL---VSYEK---NLFLMEEPLNSSKSNRTR 1149 
ERE_35100_Erec_291529662                         103 KYRCAY-CGRKFT---YKNITVDHIIPVNQMQ-1-SKKARKLAKKFGIEN---VNDTK---NLVAACRSCNSKKGIK-M  168 
Dd586_1447_Ddad_271499995                         96 SGVDGY-TGKTTN---AADMDLDHVTSLNTLS-2-KKVHLALETGEGVEK-4-ANADE---NLVTTHKSINRSKGAGEL  167 
Swol_2069_Swol_114567580                         156 EARKPFDEKRDKG---SAAVPKDHTVPVAEIV-2-PAANAHLEKQEQIDF---ANGKE---NLKDLDASANSSKSDRNM  224 
bcere0021_8100_Bcer_229089974                    112 SIYDDY-TGKQLS-1-DGSTHLDHVVSAKSIH-2-DEARLYMNDEERNKM---ATSEE---NLAWTNSSLNQSKNDKDL  180 
PputW619_2062_Pput_170721243                     109 TLQDAY-TGKTFA-1-NADVHRDHTISAKKIH---DDPARVLANRDGVEL---ANQRS---NLNATDGSVNTSKKDKSA  175 
V12B01_02945_Vspl_84386432                       229 FVEDGYNKGNQTS---PYDVDIEHVISAKEIY-3-TIVKAGTNDDQLLDV---VNDKD---NLIFTNSSVNRSKGQVPL  297 
MLCB1243.02_Mlep_3150216                          66 TLHDPY-TNQAIA-6-GQRISADRPHCPARLW-1-DMGAYSWPDRQWLRF---ANDLA---NLLAVDGQANPEKERFAT  138 
Bbac_42523282                                    147 HWNDPY-AGKEVV-1-AKEIQIDHMVPLKNAY---VSGAWQWDYKTRCLY---ANYMG-3-HLVAADASANMSKGDRAP  216 
Mflv_5559_Mgil_145226154                         135 VLVDPY-TAETIH-5-PAAVQVDHVFALGRSW---DAGAAHWDLPQRVAF---ANDPL---NLIAVGGAINREKSDSGL  205 
Consensus/70%                                        .h.s.a.ssp.h....s.shphDHlhs.ppb......s.h.bspppb.cb...sNs.....NL.hhs.thN.tKsspsh 
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1ZM8                                 79 QDNFR-PDKTLPA---GWVRVTPSMYS---GSGYARGHIAPSA-6-EDNAAT-2-MTNMMPQTPDN---NRN----TWGNLEDYCRELV--SQGKELYI  163 
Bcer98_1959_Bcyt_152975718          127 TDKLQLTEREKRL---SHSKNTPGKVK----GQDHAGHLAGDR---FGGSPK---IDNLVSQLSDV---NLK----KYKKVEDKWAAALKETPPKKVTV  205 
BT9727_3071_Bthu_49478143           111 AGELILQKGKRNT---GMQVAAGREDR---LPDDDGGHLIGTQ---FHGSGD---IDNLVAQNKQI---NRS--2-EWYNMEKEWANALGGKPPKKVTV  192 
BCG9842_B1945_Bcer_218898359         91 EGSLQLGDGKRNN---YAQRVVGGNDR---LDDDDGGHLIATI---FKGSGN---MDNLVPMNSNL---NRG----EWKKLENEWANAL--NDGDKVRV  168 
Plum_37524547                       225 ETSLHLSKNDRNT----YQQCKAGKCG---NPGDEGGHLIASI---FGGPGE---RLNVVPMDGNL---NKG----AWKQMENSWAKEL--KAGKKVDV  301 
BT9727_3074_Bthu_49478146           461 SGELTLEMGERNS---KHQLAAGGEDR-5-TQGDHGGHLIGTQ---FNGSPL---IDNIVAMNGNV---NVS----AYKKLESAWAKAL--RGGKEVFV  543 
BCAH820_2214_Bcer_218903330         290 Q-GKLQLGQGKRNS---THQVKVGGEDR---NKGDHGGHLIAHI---FGGSGL---VDNMVPMNGKL-1-NQS----SYRKLEIEWKTAL--KAEQEVYV  368 
VPMS16_3874_Vpar_254506946           64 AESVNASYKRSNS-8-DYAQSTLDDYR---SSGYDRGHLAPSA-3-FTQESM-5-MSNMSPQLPGF---NRV----GWRLLEEHVRDVT--NEYNEVYV  157 
EUBVEN_00679_Even_154482981          35 ADELKFKTHDGRL---KHNPNTADK-----LPGDDAGHIFADQ---FGGSPE---LDNLVSQRSTL---NRA--6-TYRAMEKSWADAM--NNGKKVTD  116 
MAB_1555_Mabs_169628645            1048 TARITPDMIGTGA-1-AGKAKPPGWVD---NSGFARGHLFARQ---LGGGKE---SENIVTLIQRP-1-NAP----VMSGFEGAVRTAV--EGTKDVPG 1127 
SSEG_10200_Ssvi_297204953          1116 NAVITRDMLDEGT-2-RNSLEPPGFLG-1-DYNQARGHMLARM---LGGSGD-1-LDNLFTITQNP-1-NSP----DMRDHEQDIYNAV--QHNGEVIT 1198 
SgriT_010100006617_Sgri_256812841  3293 QKDLTTKAHPGPG-3-GTSKRPPGYEE-4-GGDPENGHLQPKL---AGGDGR-1-LRNLVPQHART---NSP--1-IRDGVEKDIRTSL--EAGRKVAL 3379 
M23134_00932_Mmar_124010338         253 DNHVEGSTPKDKP---DHWNKANRRRP---AGSFIRGHLINHH---IGGPGY---AYNLTPITGKM-4-NGN----HEKYFERHIKPVV--LTEKKVIR  334 
M23134_00927_Mmar_124010333         532 GSELKLHEFGRGV--------TQGDT----HEMHDRAHLIANM---LMGSGY-2-AKNLVLTSSTY---NQV----DMKDKEEDIRDEL--AKIKGLIS  605 
bthur0011_59160_Bthu_228925036      396 GNNLKNVGREDDW-6-DKKYQCGDELY-1-DNDLDRGHLVRRR-3-WGNSAE-8-FTNASPQHKKL---NQE----TWLGLEDYILKNAK-NFNLKVTV  492 
SSAG_02690_Ssp._254383033          3366 GSKPKTGTEEDPL-6-DWAKRYAGYLG-4-QNWRNACHLLAKQ---LSGSGE-1-LDNLSTCSRAA---NAN-11-NMYTHETKVKEAI--DAGHVVHY 3465 
Consensus/70%                           .splphs..cpss....b..psstp......ss.c.GHLbspb...bsGttb...bsNlssbpsph...Nps....sbc.bEppb.ssl..p.sccVhs  
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2QGP                                     22 ELRRSQWWKNRIARGICHYCG-2-FPPEELTMDHLVPVVR----GGKSTRGNVVPACKECNNRKKYLLPVE  87 
AM1_0143_Amar_158333371                   8 HAQKYAIWLRHGK--RCYVCT-2-LRLVEVTIDHVIPERL-20-FQINGYENWLPAHYRCNQEKSGSIFEF  91 
BselDRAFT_1864_Bsel_163763013           180 WNVREYVFFRDNH--RCQHCK-2-SKDKILNVHHIESRK-----TGGDSPDNLLTLCETCHKKIHREGLEH 242 
CHam_238897529                          494 YGVKVNLYKRQKG--YCPLCD-3-DNGEQLHVHHIQPKAE----GGDNKLANLRLLHANCHRQLHSKKGKM 558 
Krad_4415_Krad_152968354                228 ARLAPGLRAHQDG--RCFYCA-1-PLPAQVHVDHVLPWSR----VAIDGVRNLVVADPRCNGDKLASLPAL 290 
A55_1901_Vcho_153212046                   2 SKQRKLVWEKSGG--KCWYCG-2-LPKNGWHADHYYPIVR-23-PELDKIENLVPACAPCNNFKHSLSPEQ  88 
Tsp._170293906                           72 DRDLQKLRFRLGD--RCAYCD-1-PLGGRGHLDHMTPVAK----GGRDDIDNVTYCCESCNQAKHAKTVEE 134 
mcrA_Pmar_33239484                       19 RQWRKSLHSYTAK--RCIYCG-----NASESIDHILPRSK----GGLSITENCVPACLSCNGKKSDTEAFY  78 
Tmz1t_2411_Tsp._217980188               228 RERASSLKRLVKKTKDCPYCG-1-ELGVDPHLDHIYPVSK----GGLSVIENLVWCCSACNTVKSDKGLMQ 292 
B747L_PbCVN_157953051                   215 ELTRVQFNNILRS--ECHYCH-1-TPDKTFGIDKLFPDD-------GYVLDNCVTACASCNRAKWDKHPEE 274 
cur_1409_Cure_172041089                 123 ASLVVPVLLRDGS--ECRYCG-8-RHEGGGTFDHRDVEA-------ETTTENYVVACRGCNRLRADFDDPD 189 
Cyan7822DRAFT_2096_Csp._196256401         5 KKVLDLVRERANY--RCEYCH-4-LSTSPLTIDHILPKSI----GGTDDINNLALACRRCNERHYNSFQAL  70 
KAOT1_06572_Kalg_163756180               60 PTVKEALIKMSIG--KCAYCE-3-LVTYVGDIEHFRPKGE-15-WLAANWDNLLLSCRNCNQKSKQRTASD 139 
LJ0084_Ljoh_42518170                    151 FVDRERIRHKYNY--RCQYCG-----RRGTSVDHKDPVSL----SHDNSFDNLILSCSECNKIK-SNMPYQ 209 
CaciDRAFT_76680_Caci_229252068           50 PHVRPALERMAPGIARCMYCG----ENYGTDIDHYRPKSL--2-LHTFDWLNHLLSCSACNSSHKGNRFPL 114 
Mmcs_3606_Msp._108800572                 35 DLTAAQWSALKAAWDGCAYCG---ATEGVMQRDCVMAISR----GGRYTLDNVVPACASCNTSKCNDEVTG  98 
Anae109_2650_Asp._153005510              71 EQMRTKAALFGN---KCLYCG-----GKYEEDDHFIPLER----GGGSDIDNMVPSCSRCNNDKGDQDPFE 129 
NamuDRAFT_10430_Nmul_229222233           15 RAARLAVVLDRDGA-HCLWCG-3-TTLIRPTTDHLVPRVK----GGPSWLENEVAACSRCNNDRGHRTPVD  80 
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SS_WHH                                                                   eeee        eeeeee            hhhhhh 
CBGD1_465_Cbac_254456771                                    129 YIGKNPEGYTWHHDGNP-2-GRIQLIKSDKHDK---VRHDGGFLLWTEREQK  176 
Plum_37528111                                              1371 FRGTSPKNMTWHHENQP---GKLSLVDRYDHKS-3-IYHPDGSGGRDKWGGG 1419 
HMPREF1705_00625_Ahyd_289522718                             153 GKNPKGLGFVVHHSERP---GVIQVVSESTHRE---VHHVGGFERTRNLSAS  198 
Pcryo_0919_Pcry_93005747                                    161 ANWRKENGYTWHECKDC---QTMQLVPSEVHNN---IPHEGGISVAKKQLLI  206 
BacD2_010100001910_Bsp._260170592                           106 KKGKLPQCKTMHHCPET-5-IVMQLVDRDIHHK---TKHTGGSATLNIENSY  156 
FsymDgDRAFT_2820_Fsym_289643442                              98 PGGATPAGWTWAHLPVL-4-RRIALVPVELHGA---YRHLGGVSTGKADRAR  147 
Ccel_1494_Ccel_220928918                                    239 ERKSIKENYTWHHADDF-6-CSMQLVQKEAHEA-1-YTHKGSCAQYDEYHNE  291 
BC059799_3281_Bcer_196037889                                173 RAMVENGSYTWHHTEVP---GKMQLVPYGIHGI---TVHNGGRTKGMWADAP  218 
PROSTU_04835_Pstu_183601201                                 252 TPMLDGERYLWHHLDDY-6-GTMQLVVSDSHNG---IQHKGGVSQFKDTNNV  303 
BCAS0663_Bcen_197295500                                    1370 GSPADYTKNTWHHHENM---VTMQEIPKDIHSE---FTHRGGVSNLKNQSSC 1415 
BC3301_Bcer_30021409                                        168 PNGPKLDENTWHHHQDL---TTMQEVSKEMHRR---FRHMGGMSLAKKLKD-  212 
yokI1_Bamy_154686414                                        187 KWLKEVVRLTPHHLDN----NTIQLIPMDLHGN---IPHVGSASDLRGGF--  229 
Cdip_38234225                                              1209 RRYRKEHGLVWHHHQDT---GRMQLINKDVHDA---VKHTGGYAIWSKPLNV 1254 
Bcep1808_0452_Bvie_134294564                               1495 YKSSAPPGFSWHHHPCR-1-GVLQLVPMSQHQA-6-VLHPGGQGGKQNWGGG 1547 
NEISICOT_03571_Nsic_255068528                                47 GKGKNKQGLTWHHHEDT---KRLVLVDYNDHRR-6-PQRKGGRSIWGGGRPG   98 
SSE37_03400_Sste_126732987                                  227 DNWTRPEGYTWHHNENG---TTMQLVPQSIHST-5-ATHTGGAALYKGSHKS  277 
VP1517_Vpar_28898291                                       1318 ITKYDKSKYVWHHHQDG---KTMMLIPKSVHSV-4-VAHTGGRSVIQHNLLN 1367 
VMB_03870_Vmim_258624136                                   1355 APRRPPEGFTWHHEVED---GLMRLVPREQHTP-6-VLHPNGRGGYSIWGK- 1405 
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WHH

HH

H

H

#%                  


	2: Revised

